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Methods
• Viral pol coding region diversity was

investigated by direct sequencing in 43
treatment-naive women in Rwanda.

• In addition, 10 isolates were analyzed for
mutations 6 weeks after a single dose of
nevirapine (PMTCT).

• Sequencing was done using Visible Genetics
Truegene assay

• Phylogenetic analysis was performed using
BLAST (NCBI), the neighbour joining method
(Saitou) and bootstrap analysis (Felsenstein ). A
tree was drawn using Tree View programs.
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R e s u l t s  (1 )

• P h y l o g e n e t i c a n a l y s e s  h a v e  s h o w n  3 4  
s u b t y p e  A 1 ,  6  s u b t y p e  C  a n d  2  s u b t y p e  
D  s t r a i n s  f r o m  t r e a t m e n t  n a i v e  p a t i e n t s .  

• I n  a d d i t i o n ,  a n  A / C  r e c o m b i n a n t  
b e t w e e n  t h e  p r o t e a s e  ( P R )  ( s u b t y p e  
A 1 )  a n d  t h e  r e v e r s e t r a n s c r i p t a s e ( R T )  
( s u b t y p e  C )  w a s  a l s o  i d e n t i f i e d .
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R e s u l t s  ( 2 )

• I n  t h e  P R  c o d i n g  r e g i o n ,  h i g h  n u m b e r s  o f  
p o l y m o r p h i s m s  w e r e  f o u n d ,  i n c l u d i n g  
s u b s t i t u t i o n s  i n  s e c o n d a r y  P R  r e s i s t a n c e  
s i t es .  

• P R  3 5 D ,  3 6 I  a n d  3 7 N  w e r e  a l w a y s  p r e s e n t  
w i t h i n  s u b t y p e  A  a s  w e r e  P R  9 3 L  i n  s u b t y p e  
C  s t r a i n s .  

• P R  1 0 I / V ,  2 0 R ,  3 3 F ,  7 7 V  w e r e  f o u n d  i n  
s u b t y p e  A  w h e r e a s  P R  3 6 I  w a s  h i g h l y  
p r e v a l e n t  i n  s u b t y p e  C  s t r a i n s .
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R e s u l t s  ( 3 )

• T h e  A / C  r e c o m b i n a n t  d i s p l a y e d  
s u b s t i t u t i o n s  r e l a t e d  t o  r e s i s t a n c e  ( P R  
1 0 ,  3 3 ,  3 6  a n d  R T  1 1 8 ) .

• O n e  k e y  n e v i r a p i n e r e s i s t a n c e  m u t a t i o n  
( R T  1 8 1 Y / C )  w a s  f o u n d  i n  p r o v i r a l D N A  
a t  s i x  w e e k s
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C o n c l u s i o n
• S u b t y p e  C  h a s  e m e r g e d  s i g n i f i c a n t l y  i n  

R w a n d a  o n  a  b a c k g r o u n d  o f  s u b t y p e  A .  
• S u b s t i t u t i o n s  s i m i l a r  t o  s e c o n d a r y  p r o t e a s e  

i n h i b i t o r  r e s i s t a n c e  m u t a t i o n s  a r e  c o m m o n  
b e f o r e  t r e a t m e n t  f o r  e a c h  s u b t y p e  w h e r e a s  
m a j o r  r e s i s t a n c e  m u t a t i o n  m a y  b e  a r c h i v e d  
a f t e r  a  s i n g l e  d o s e  o f n e v i r a p i n e. 

• A c c o r d i n g l y ,  t h e  h y p o t h e s i s  o f  a  g e n e t i c  
b a c k g r o u n d  e f f e c t  i n  n o n -B  s t r a i n s  h a s  t o  b e  
f u r t h e r  a d d r e s s e d  i n  p r o g r a m s  o f  i n t r o d u c t i o n  
o f ant iv i ra ls i n  A f r i c a
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B a c k g r o u n d

• T h i s  s t u d y  a i m e d  t o  f i n d  o u t  w h e t h e r  g e n e t i c  
p o l y m o r p h i s m  w a s  p r e s e n t  i n  n o n- B  s u b t y p e s  
f r o m  H I V - 1  i n f e c t e d  p a t i e n t s  i n  R w a n d a ,  
e s p e c i a l l y  i n  p o s i t i o n s  p o t e n t i a l l y  a f f e c t i n g  
s u s c e p t i b i l i t y  t o  a n t i r e t r o v i r a l  a g e n t s .

• A  s e c o n d  o b j e c t i v e  w a s  t o  l o o k  f o r  
a p p e a r a n c e  o f  N N R T I  r e s i s t a n c e  m u t a t i o n s  
a f t e r  a  s i n g l e  d o s e  o f  N e v i r a p i n e  i n  P M T C T .
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